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Conservation Genetics [symposium on Conservation Genetics Held in May 1993, Aarhus, Denmark] May 03 2020
I: Genetics and conservation biology.- Introductory remarks: Genetics and conservation biology.- Global issues of
genetic diversity.- II: Genetic variation and fitness.- Introductory remarks.- Genetic variation and fitness:
Conservation lessons from pines.- Genetic diversity and fitness in small populations.- Mutation load depending on
variance in reproductive success and mating system.- Extinction risk by mutational meltdown: Synergistic effects
between population regulation and genetic drift.- III: Inbreeding, population and social structure.- Introductory
remarks.- Inbreeding: One word, several meanings, much confusion.- The genetic structure of metapopulations
and conservation biology.- Effects of inbreeding in small plant populations: Expectations and implications for
conservation.- The interaction of inbreeding depression and environmental stochasticity in the risk of extinction
of small populations.- Genetic structure of a population with social structure and migration.- Guidelines in
conservation genetics and the use of the population cage experiments with butterflies to investigate the effects of
genetic drift and inbreeding.- IV: Molecular approaches to conservation.- Introductory remarks.- Rare alleles,
MHC and captive breeding.- Andean tapaculos of the genus Scytalopus (Aves, Rhinocryptidae): A study of
speciation using DNA sequence data.- Genetic distances and the setting of conservation priorities.- Multi-species
risk analysis, species evaluation and biodiversity conservation.- V: Case studies.- Introductory remarks.- On
genetic erosion and population extinction in plants: A case study in Scabiosa columbaria and Salvia pratensis.Effects of releasing hatchery-reared brown trout to wild trout populations.- Genetics and demography of rare
plants and patchily distributed colonizing species.- Response to environmental change: Genetic variation and
fitness in Drosophila buzzatii following temperature stress.- Alternative life histories and genetic conservation.The principles of population monitoring for conservation genetics.- VI: Genetic resource conservation.Introductory remarks.- Optimal sampling strategies for core collections of plant genetic resources.- Conservation
genetics and the role of botanical gardens.- Animal breeding and conservation genetics.- Scenarios.- Introductory
remarks.- A: The genetic monitoring of primate populations for their conservation.- B: Heavy metal tolerance,
plant evolution and restoration ecology.- C: Genetic conservation and plant agriculture.- D: Fragmented plant
populations and their lost interactions.- E: Host-pathogen coevolution under in situ conservation.- Concluding
remarks.
Evolution in Four Dimensions, revised edition Jan 11 2021 A pioneering proposal for a pluralistic extension of
evolutionary theory, now updated to reflect the most recent research. This new edition of the widely read
Evolution in Four Dimensions has been revised to reflect the spate of new discoveries in biology since the book
was first published in 2005, offering corrections, an updated bibliography, and a substantial new chapter. Eva
Jablonka and Marion Lamb's pioneering argument proposes that there is more to heredity than genes. They
describe four “dimensions” in heredity—four inheritance systems that play a role in evolution: genetic, epigenetic

(or non-DNA cellular transmission of traits), behavioral, and symbolic (transmission through language and other
forms of symbolic communication). These systems, they argue, can all provide variations on which natural
selection can act. Jablonka and Lamb present a richer, more complex view of evolution than that offered by the
gene-based Modern Synthesis, arguing that induced and acquired changes also play a role. Their lucid and
accessible text is accompanied by artist-physician Anna Zeligowski's lively drawings, which humorously and
effectively illustrate the authors' points. Each chapter ends with a dialogue in which the authors refine their
arguments against the vigorous skepticism of the fictional “I.M.” (for Ipcha Mistabra—Aramaic for “the opposite
conjecture”). The extensive new chapter, presented engagingly as a dialogue with I.M., updates the information
on each of the four dimensions—with special attention to the epigenetic, where there has been an explosion of new
research. Praise for the first edition “With courage and verve, and in a style accessible to general readers,
Jablonka and Lamb lay out some of the exciting new pathways of Darwinian evolution that have been uncovered
by contemporary research.” —Evelyn Fox Keller, MIT, author of Making Sense of Life: Explaining Biological
Development with Models, Metaphors, and Machines “In their beautifully written and impressively argued new
book, Jablonka and Lamb show that the evidence from more than fifty years of molecular, behavioral and linguistic
studies forces us to reevaluate our inherited understanding of evolution.” —Oren Harman, The New Republic “It is
not only an enjoyable read, replete with ideas and facts of interest but it does the most valuable thing a book can
do—it makes you think and reexamine your premises and long-held conclusions.” —Adam Wilkins, BioEssays
Functional and Clinical Implications of Genetic Variation in ABCC2 and Related ABC Genes Sep 18 2021 The
ABC superfamily of drug efflux transporters is an important class of proteins involved in drug absorption,
disposition, and elimination. We hypothesize that genetic variations in ABBC2 (MRP2) and related ABC genes may
contribute to interindividual variability in drug response. Using an ethnically diverse set of human DNA
sequences, the extent of genetic variation in the coding and non-coding regions of ABCC2 was determined.
Specifically exons, exon/intron boundaries, and the 5 ' -promoter region were screened for single nucleotide
polymorphisms (SNPs). A total of 68 variant sites were identified, including 13 in the 5 ' -promoter region, 23 in
the exon/intron boundaries, and 22 in the exons. Nucleotide diversity (pi) in ABCC2 was assessed for nonsynonymous and synonymous sites and pi NS /pi Syn ratios show selective pressure against amino acid changes.
Variants identified in the 5 ' -promoter region were assayed for promoter activity, and several were found to have
decreased activity compared to a reference sequence. The most notable of these is the haplotype containing the
-1549G>A, -1019A>G, and -24C>T variants. This haplotype was found to be in tight linkage disequilibrium with
the synonymous variant 3972C>T, which had been associated with higher irinotecan exposure. Allele specific
expression analysis of liver samples heterozygous for the 3972C>T variant showed a 10% bias towards the C
allele in the mRNA transcript. The allelic imbalance increased to 14% when considering liver samples containing
the -1549G>A/-1019A>G/-24C>T promoter haplotype. In a clinical study carried out to determine the genetic
contribution to digoxin pharmacokinetics, a one mg dose of digoxin, which undergoes minimal metabolism and is a
substrate for transporters, was administered to monozygotic (MZ) and dizygotic (DZ) twin pairs. Oral clearance,
AUC 0-3h , and apparent nonrenal clearance were found to have a high genetic component to their variability.
Lastly, a broad genetic analysis was performed on 10 members of the ABC superfamily of drug efflux
transporters. These transporters were found to be under selective pressure against amino acid changes,
especially in the transmembrane domains, where substrate binding occurs. Results from these studies may help in
understanding their cellular function and how they may contribute to interindividual variability.
Human Genetic Variation in Response to Medical and Environmental Agents: Pharmacogenetics and Ecogenetics
Nov 01 2022
Genes and Behaviour Feb 21 2022 Provides a broad snapshot of recent findings showing how the environment
and genes influence behavior The great debate of nature versus nurture rages on — but our understanding of the
genetic basis of many behaviors has expanded over the last decade, and there is now very good evidence showing
that seemingly complex behaviours can have relatively simple genetic underpinnings, but also that most
behaviours have very complicated genetic and environmental architecture. Studies have also clearly shown that
behaviors, and other traits, are influenced not just by genes and the environment, but also by the statistical
interaction between the two. This book aims to end the nature versus nurture argument by showing that
behaviors are nature and nurture and the interaction between the two, and by illustrating how single genes can
explain some of the variation in behaviors even when they are seemingly complex. Genes and Behaviour: Beyond
Nature-Nurture puts to rest the nature versus nurture dichotomy, providing an up-to-date synopsis of where we
are, how far we've come and where we are headed. It considers the effects of a dual-inheritance of genes and
culture, and genes and social environment, and highlights how indirect genetic effects can affect the evolution of
behavior. It also examines the effect of non-self genes on the behavior of hosts, shines a light on the nature and
nurturing of animal minds and invites us to embrace all the complexity nature and nurture generates, and more.
Explores exciting new findings about behavior and where we go from here Features contributions by top scholars
of the subject Seeks to end the nature versus nurture debate forever Genes and Behaviour: Beyond NatureNurture is a unique, and eye-opening read that will appeal to Ph.D. Students, post-doctoral fellows, and
researchers in evolution and behavior. Additionally, the book will also be of interest to geneticists, sociologists
and philosophers.

Classification of Genetic Variation in Animals Jan 23 2022 This book is a compilation of various researches
conducted by experts which focus on the genetic variation in animals. It discusses the scale of genetic variation
present in animals. The genetic diversity exhibited by molecular markers gets extensive interest because of the
utility of this information in breeding and conservation programs. In this theory, molecular markers give important
data. The increasing availability of highly sophisticated molecular markers produces a detailed analysis and
evaluation of genetic diversity in animals, and recognition of genes influencing reasonably significant qualities.
The objective of the book is to offer a glance into the dynamic procedure of genetic variation in animals by
presenting the opinion of experts who are engaged in the generation of new initiatives and techniques employed
for the assessment of genetic diversity. The book should prove helpful for students and experts in the field of
genetic protection.
Phylogenetic and Genetic Variation Analyses in Cucurbit Species (Cucurbitaceae) from West Africa Dec 30
2019
Genetic Variation of Photosynthesis and Starch Metabolism Genes in Arabidopsis Thaliana Aug 18 2021
Genes in Ecology Jul 17 2021 Geneticists and ecologists confront the implications of the others' discipline for
their own work.
Phenotypic and Genetic Variation of Post-copulatory Responses in Drosophila Melanogaster Females May 15
2021
Evolutionary Conservation Genetics Nov 20 2021 Conservation genetics focuses on understanding the role of
genetic variation for population persistence. This book is about the methods used to study genetic variation in
endangered species and whether genetic variation matters in the extinction of species.
Adaptive Genetic Variation in the Wild Aug 30 2022 Patterns of adaptation in the past and the genetic basis of
traits likely to be under selection in the dynamically changing environment are also discussed in relation to these
responses.".
Genetic Diversity and Disease Susceptibility Jun 15 2021 Polymorphism or variation in DNA sequence can
affect individual phenotypes such as color of skin or eyes, susceptibility to diseases, and response to drugs,
vaccines, chemicals, and pathogens. Especially, the interfaces between genetics, disease susceptibility, and
pharmacogenomics have recently been the subject of intense research activity. This book is a self-contained
collection of valuable scholarly papers related to genetic diversity and disease susceptibility, pharmacogenomics,
ongoing advances in technology, and analytic methods in this field. The book contains nine chapters that cover the
three main topics of genetic polymorphism, genetic diversity, and disease susceptibility and pharmacogenomics.
Hence, this book is particularly useful to academics, scientists, physicians, pharmacists, practicing researchers,
and postgraduate students whose work relates to genetic polymorphisms.
Genetic Variation Jun 27 2022
Genetic Variation in Landrace Populations of Indian Amaranths Jun 03 2020
Somatic Genome Variation Jul 05 2020 Written by an international team of experts, Somatic Genome Variation
presents a timely summary of the latest understanding of somatic genome development and variation in plants,
animals, and microorganisms. Wide-ranging in coverage, the authors provide an updated view of somatic genomes
and genetic theories while also offering interpretations of somatic genome variation. The text provides
geneticists, bioinformaticians, biologist, plant scientists, crop scientists, and microbiologists with a valuable
overview of this fascinating field of research.
Genetic Variation Mar 25 2022 Genetic diversity is one of the measures of biodiversity and has consequences
in biological variation. It is crucial to understand the evolutionary and adaptative processes in all living species.
This book is an interdisciplinary and integrated work that will contribute to the knowledge of academics from
different areas of biological sciences. This collection of scientific papers was chosen and analyzed to offer
readers a broad and integrated view of the importance of genetic diversity in the evolution and adaptation of living
beings, as well as practical applications of the information needed to analyze this diversity in different organisms.
This book was edited by geneticist researchers and provides academics with up-to-date and quality information
on the subject.
Conservation and the Genetics of Populations Apr 01 2020 Loss of biodiversity is among the greatest problems
facing the world today. Conservation and the Genetics of Populations gives a comprehensive overview of the
essential background, concepts, and tools needed to understand how genetic information can be used to conserve
species threatened with extinction, and to manage species of ecological or commercial importance. New molecular
techniques, statistical methods, and computer programs, genetic principles, and methods are becoming
increasingly useful in the conservation of biological diversity. Using a balance of data and theory, coupled with
basic and applied research examples, this book examines genetic and phenotypic variation in natural populations,
the principles and mechanisms of evolutionary change, the interpretation of genetic data from natural populations,
and how these can be applied to conservation. The book includes examples from plants, animals, and microbes in
wild and captive populations. This second edition contains new chapters on Climate Change and Exploited
Populations as well as new sections on genomics, genetic monitoring, emerging diseases, metagenomics, and
more. One-third of the references in this edition were published after the first edition. Each of the 22 chapters
and the statistical appendix have a Guest Box written by an expert in that particular topic (including James Crow,

Louis Bernatchez, Loren Rieseberg, Rick Shine, and Lisette Waits). This book is essential for advanced
undergraduate and graduate students of conservation genetics, natural resource management, and conservation
biology, as well as professional conservation biologists working for wildlife and habitat management agencies.
Additional resources for this book can be found at: www.wiley.com/go/allendorf/populations.
Quantitative Genetic Variation Dec 22 2021
Genetic Variation and Functional Analysis of the Cardiomedin Gene Jul 25 2019
Variation in the Human Genome May 27 2022 The mapping of human genes is proceeding rapidly. Genes
associated with specific inherited diseases are being identified, often providing insight into the molecular cause of
the disease. At the moment, however, little consideration is being given to the variation present in different human
populations. Variation in the Human Genome discusses methods of analysing population genetic data and how
contemporary genetic heterogeneity arises during the evolution and migration of human populations. Specific
disorders such as cystic fibrosis, beta-thalassaemia, fragile X, phenylketonuria and tumour development
susceptibility are used to illustrate this genetic variability and mechanisms of gene mutation and evolution.
Genetic Variation Aug 25 2019 “Your genome is an email attachment” What a difference a few years can make?
In 2001, to a global fanfare, the completion of the frst draft sequence of the human genome was announced. This
had been a Herculean effort, involving thousands of researchers and millions of dollars. Today, a project to resequence 1,000 genomes is well underway, and within a year or two, your own “personal genome” is likely to be
available for a few thousand pounds, a price that will undoubtedly decrease further. We are fast approaching the
day when your genome will be available as an email attachment (about 4 Mb). The key to this feat is the fact that
any two human genomes are more than 99% identical, so rather than representing every base, there is really only
a requirement to store the 1% of variable sequence judged against a common reference genome. This brings us
directly to the focus of this edition of Methods in Molecular Biology, Genetic Variation. The human genome was
once the focus of biology, but now individual genome var- tion is taking the center stage. This new focus on
individual variation ultimately democ- tizes biology, offering individuals insight into their own phenotype. But
these advances also raise huge concerns of data misuse, misinterpretation, and misunderstanding. The immediacy
of individual genomes also serves to highlight our relative ignorance of human genetic variation, underlining the
need for more studies of the nature and impact of genetic variation on human phenotypes.
Human Biological Variation: A Genetic Perspective Apr 25 2022 The difference in DNA found among individuals
is known as genetic variation. These genetic differences found in individuals and populations forms the basis of
human biological variations. The field focuses on identifying the various biological causes that lead to these
variations in humans. Some of these include the order of bases in nucleotides present in the genes, variation in
enzymes and variation in discrete and quantitative traits. The technique of protein electrophoresis is used to
examine the variations in enzymes. Mutation, genetic recombination and segregation are some of the causes of
genetic variation studied within this discipline. This book is a valuable compilation of topics, ranging from the
basic to the most complex advancements in the field of human biological variations. The various studies that are
constantly contributing towards advancing technologies and evolution of this field are examined in detail herein.
This book is a vital tool for all researching or studying this discipline as it gives incredible insights into emerging
trends and concepts.
Application of Genetics and Genomics in Poultry Science Mar 01 2020 Genetics and genomics in poultry have
been the most rapidly advancing subjects since the completion of the chicken genome sequence in 2004 and have
been extensively used to understand the genetic determinants of complex traits. This book intends to provide
readers with a comprehensive overview of the current progress in the application of genetic and genomic science
in the poultry field. The contents cover genetic variation detection, selection methods for breeding, transgenesis
and genome editing, genetic basis of disease resistance, control of gene expression and regulation, reproduction
and meat quality, etc. The book should prove useful to researchers and students working in related fields.
Genetic Variation and Genetic Load Due to the Male Reproductive Component of Fitness in Drosophila
Melanogaster and Drosophila Pseudoobscura Dec 10 2020
Genetic Variation in Cordia Africana Lam. in Ethiopia Aug 06 2020
Statistical Methods for Neutral and Adaptive Genetic Variation in Continuous Isolation-by-distance Models Sep
06 2020
Genetic Variation and Biochemical Systematics in Western Bufo Oct 20 2021
Plant Population Genetics, Breeding, and Genetic Resources Oct 08 2020 From the International Symposium on
Population Genetics and Germplasm Resources in Crop Improvement, held August 1988 at U. Cal., Davis. Twentyone contributions are grouped into three broad sections which consider the kinds and amounts of genetic diversity
found in plant species at the protein and DNA levels; the structure of genetic variation and the evolutionary
processes that shape genetic diversity; and applications in forestry, crop improvement, and the conservation and
use of crop genetic resources. Cloth edition (unseen), $60. Annotation copyrighted by Book News, Inc., Portland,
OR
Bacterial Population Genetics in Infectious Disease Nov 08 2020 This book is a unique synthesis of the major
concepts and methods in bacterial population genetics in infectious disease, a field that is now about 35 yrs old.
Emphasis is given to explaining population-level processes that shape genetic variation in bacterial populations

and statistical methods of analysis of bacterial genetic data. A "how to" of bacterial population genetics, which
covers an extremely large range of organisms Expanding area of science due to high-throughput genome
sequencing of bacterial pathogens Covers both fundamental approaches to analyzing bacterial population
structures with conceptual background in bacterial population biology Detailed treatment of statistical methods
Evolutionary Quantitative Genetics Jun 23 2019 The impetus for this book arose out of my previous book, The
Evolution of Life Histories (Roff, 1992). In that book I presented a single chapter on quanti tative genetic theory.
However, as the book was concerned with the evolution of life histories and traits connected to this, the presence
of quantitative genetic variation was an underlying theme throughout. Much of the focus was placed on optimality
theory, for it is this approach that has proven to be extremely successful in the analysis of life history variation.
But quantitative genetics cannot be ig nored, because there are some questions for which optimality approaches
are inappropriate; for example, although optimality modeling can address the ques tion of the maintenance of
phenotypic variation, it cannot say anything about genetic variation, on which further evolution clearly depends.
The present book is, thus, a natural extension of the first. I have approached the problem not from the point of
view of an animal or plant breeder but from that of one interested in understanding the evolution of quantitative
traits in wild populations. The subject is large with a considerable body of theory: I generally present the
assumptions underlying the analysis and the results, giving the relevant references for those interested in the
intervening mathematics. My interest is in what quantitative genetics tells me about evolutionary processes;
therefore, I have concentrated on areas of research most relevant to field studies.
Theories of Population Variation in Genes and Genomes Sep 30 2022 This textbook provides an authoritative
introduction to both classical and coalescent approaches to population genetics. Written for graduate students and
advanced undergraduates by one of the world's leading authorities in the field, the book focuses on the theoretical
background of population genetics, while emphasizing the close interplay between theory and empiricism.
Traditional topics such as genetic and phenotypic variation, mutation, migration, and linkage are covered and
advanced by contemporary coalescent theory, which describes the genealogy of genes in a population, ultimately
connecting them to a single common ancestor. Effects of selection, particularly genomic effects, are discussed
with reference to molecular genetic variation. The book is designed for students of population genetics,
bioinformatics, evolutionary biology, molecular evolution, and theoretical biology--as well as biologists, molecular
biologists, breeders, biomathematicians, and biostatisticians. Contains up-to-date treatment of key areas in
classical and modern theoretical population genetics Provides in-depth coverage of coalescent theory Discusses
genomic effects of selection Gives examples from empirical population genetics Incorporates figures, diagrams,
and boxed features throughout Includes end-of-chapter exercises Speaks to a wide range of students in biology,
bioinformatics, and biostatistics
America Past, America Present Oct 27 2019 Aspects of the prehistory of the Americas currently remain little
understood, with suggested dates for the first human colonization varying widely between 40,000 and 14,000
years ago. In this volume, molecular geneticists and historical linguists debate the evidence for the first peopling
of the Americas, and for the subsequent emergence of the remarkable genetic and linguistic diversity still seen
among Native Americans to this day. Part I offers a general consideration of the theme of language distribution
and genetic variation in human populations with emphasis on the population-specific polymorphism issue. In parts
II and III linguistic variation in Native American populations and their accompanying molecular genetic variability
are discussed by leading specialists. In the final part unanswered questions in historical linguistics are debated,
including the macrofamily problem with particular reference to the postulated but contoversial Amerind family.
Genetics of Populations Jul 29 2022 The Fourth Edition of Genetics of Populations is the most current,
comprehensive, and accessible introduction to the field for advanced undergraduate and graduate students, and
researchers in genetics, evolution, conservation, and related fields. In the past several years, interest in the
application of population genetics principles to new molecular data has increased greatly, and Dr. Hedrick's new
edition exemplifies his commitment to keeping pace with this dynamic area of study. Reorganized to allow
students to focus more sharply on key material, the Fourth Edition integrates coverage of theoretical issues with
a clear presentation of experimental population genetics and empirical data. Drawing examples from both recent
and classic studies, and using a variety of organisms to illustrate the vast developments of population genetics,
this text provides students and researchers with the most comprehensive resource in the field.
Human Population Genomics Sep 26 2019 This textbook provides a concise introduction and useful overview of
the field of human population genomics, making the highly technical and contemporary aspects more accessible to
students and researchers from various fields. Over the past decade, there has been a deluge of genetic variation
data from the entire genome of individuals from many populations. These data have allowed an unprecedented
look at human history and how natural selection has impacted humans during this journey. Simultaneously, there
have been increased efforts to determine how genetic variation affects complex traits in humans. Due to
technological and methodological advances, progress has been made at determining the architecture of complex
traits. Split in three parts, the book starts with the basics, followed by more advanced and current research. The
first part provides an introduction to essential concepts in population genetics, which are relevant for any
organism. The second part covers the genetics of complex traits in humans. The third part focuses on applying
these techniques and concepts to genetic variation data to learn about demographic history and natural selection

in humans. This new textbook aims to serve as a gateway to modern human population genetics research for
those new to the field. It provides an indispensable resource for students, researchers and practitioners from
disparate areas of expertise.
The Inheritance of Genetic Variation in Aegilops Speltoides Tausch Affecting Heterogenetic Chromosome
Pairing in Hybrids with Triticum Aestivum L. Cv. Chinese Spring Jan 29 2020
Genetics of Autoimmunity Feb 09 2021 This title provides an extremely helpful analysis of genes that may be
associated with autoimmunity, and answers questions such as how these genes can be identified, and how the
functions of the gene products can be elucidated. Incorporating data on disease-associated chromosomal loci that
has been accumulated from inbred mice, the title: descibes how some susceptibility loci may be common to many
diseases, whereas others are relatively disease specific discusses the importance of developing criteria for
establishing the significance of these different categories of disease-associated loci.
Molecular Methods for Evolutionary Genetics Mar 13 2021 We are entering a particularly fruitful period in
evolutionary genetics, as rapid technological progress transforms the investigation of genetic variation within and
between species. Molecular Methods for Evolutionary Genetics is a collection of advanced molecular biology
protocols and general overviews intended to represent the essential methods currently bringing evolutionary
genetics to fruition. Divided into six thematic sections, this volume covers methods for characterizing genomes,
diverse approaches to enrich DNA for subsets of the genome prior to sequencing, and state-of-the-art protocols
for sampling genetic variation for genetic mapping studies and population genetic studies (RAD sequencing,
Sequenom, microarrays, etc.). The volume concludes by focusing on methods to study candidate genes, from
obtaining their sequences and analyzing their transcripts to experimentally manipulating their activities in vivo.
Written in the highly successful Methods in Molecular BiologyTM series format, chapters contain introductions to
their respective topics, lists of the necessary materials and reagents, step-by-step, readily reproducible
laboratory protocols, and notes on troubleshooting and avoiding known pitfalls. Authoritative and accessible,
Molecular Methods for Evolutionary Genetics serves as a rich resource to biologists interested in evolution,
whether they be specialists or beginners in molecular biology.
Genetic variation and the reproductive system of Dipterocarpus cf. condorensis Pierre in Vietnam Nov 28 2019
Darwin in the Genome Apr 13 2021 Smart genomes--an enthralling account of revolutionary discoveries at the
cutting edge of genomics research Written by a molecular biologist at the forefront of genomics research, Darwin
in the Genome is an exciting account of one of the hottest new theories in biology today: evolution by natural
selection inevitably leads to strategic mutations. In the struggle for survival, from pathogens to flowers, birds to
orangutans, baker's yeast to people, the fittest genomes are those that evolve effective molecular strategies that
respond to, and in fact anticipate, challenges and opportunities in their environments. Writing in a clear, accessible
style, Lynn Caporale describes the emergence of genomic mutation strategies, which researchers are just
beginning to uncover. She also spells out some of the more profound implications of these findings, including the
importance of biodiversity, indeed human diversity, for survival, the possibility of bold new directions for medical
research, and the inherent dangers of attempting to fix perceived "errors" in a human genome.
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